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WFZER S OBEE (353C) : To determine the physiological role of dietary fiber, 10 % and 2%
cellulose diet were served 40 weeks male Wister rat for a week. The composition of 12
fecal microflora was analysed by T-RFLP profile derived from the digestion of the fecal 16S
rRNA gene by Hhal digestion. The fecal microflora was divided into 2 clusters. Serum
PAI-1 is significantly different from10% and 2% cellulose diet group. The effect of dietary
fiber on the gene expression profiles in liver by using DNA microarray analysis.

A gene ontology analysis revealed that lipid metabolic-related genes had been markedly
up-regulated.
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