#e=L C-19
HEMREHBEHRRRBEE

ERE2 14 4 H 2 7 HBAE

HEiER - EHBME (C)

AR : 2007—2008

FHEES 19510085

MARESL (FIX) S FEVENREMEERERTY—ILEZHAVV-T >80T FL Y
FEYA LD

The use of DNA techniques for identifying targeting microorganisms
in contaminated subsurface
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