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WFZERC R O EE (92 3C) : Conditional phenotypes are mutant phenotypes which can be detected
under some stress treatment or environmental conditions. We developed a high throughput
assay system to detect the conditional phenotypes for many tagging lines quickly using
multi-titer plates. According to image scanning, we could calculate the green parts of
each well that is indicating the growth status. By this detection system, we could find
a novel ABA hypersensitive mutant.
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