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WFFER R O EE (3 3C) : Post—translational modification of target proteins by SUMO
regulates a wide variety of cellular functions. Among three enzymes (E1, E2 and E3)
involved in the SUMO pathway, SUMO E3 ligases are thought to play important roles to
recognize target proteins and facilitate their sumoylation. Here, we studied structures
and functions of the N-terminal SAP and PHD of SUMO ligase PIAS/Siz family by NMR
spectroscopy.
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