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FERR B OMEE (F30) : The purpose of this study is to clarify a molecular mechanism of
fruiting-body formation in the basidiomycetes (mushrooms). Binary vectors (named
pFungiway) were constructed, which could be used for introduction of foreign genes into cells
of Enokitake (Flammulina velutipes) via Agrobacterium tumefaciens-mediated transformation.
The vectors were designed to make it possible to increase or suppress a level of expression of
the objective genes. Availability of the constructed vectors was confirmed by using two kinds
of genes that were expressed in the vegetative mycelium of F. velutipes.
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