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WFFERR RO (F130) - " FLENM SR OFIRRBHARIK - eIF1, eIF1A, elF2, eIF2B, elF3, elF4E,
elF4A, elF4B, elFAG, elF5, elIF5B, BHaRf [T eEF1A eEF1B « eEF2 -, FHAR{E LK 1 eRF1,
eRF3, 72 /7L tRNA, URY —ALHT2=v k (40S & 60S) OREHELG 24~ THiz 7=,
FLT, ZNOHTRTERBENTRET A2 LICLY., 1 FEYHkORBRENY L0 E
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WFFERL T OBEZE (F30) : We purified mammalian translation initiation factors: elF1, eIFIA,
elF2, eIF2B, eIF3, elF4E, eIF4A, eIF4B, eIF4G, elFb5, eIF5B, elongation factors: eEF1A
eEF1B « eEF2, termination factors: eRF1., eRF3, aminoacyl tRNA, and ribosome subunits
(408, 60S). By mixing all these factors, we successfully established a reconstituted
protein synthesis system derived from mammals
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