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Gene ID_ Gene name _Product name

Virulence factors
MW0023 - hypothetical protein, similar o 5-nucleotidase

MWO0084  spa Immunoglobulin G binding protein A precursor
MWO0108 - hypothetical protein

MWO0206  coa Coagulase

MWO0517  sdrD Ser-Asp rich fibrinogen-binding, bone sialoprotein-binding protein
MWO0764  clfA fibrinogen-binding protein

MWI1011  isdB Tron surface determinant B

MWI1324  ebh Extracellular binding protein homolog
MWI1378  lukF Panton-Valentaine lukocidin F

MW1674 - hypothetical protein

MWI1699 - hypothetical protein

MW2007 - hypothetical protein

MW2086  fintB FnuB protein

MW2416  sasG Staphylococcal surface associated protein G
MW2420  fabB fibronectin-binding protein homolog

MW2421  fub fibrinogen-binding protein

MW2515 - truncated hypothetical protein

MW2551 «clfB Clumping factor B

MW2567 - conserved hypothetical protein
MW2575 - hypothetical protein
MW2588  icaB intercellular adhesion protein B
MW2612  cna collagen adhesin precursor

ce regulators

MWI1963  agrA
MW1959  hid
MWO580  sarA
MW2213  sarR
MWO08S  sar§ v
MW2417  sarT Staphylococcal accessory regulator T
MW2418  sarlUl Staphylococcal accessory regulator U
MWI1988  sigh Sigma factor B

Protein syntheis (Internal control
MW2166_ rpiB 308 ribosomal protein L2 (BL2)

Accessory gene regulator A
delta-hemolysin

Staphylococcal accessory regulator A
Staphylococcal accessory regulator R
ry regulator S
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log2 (ratio normalized by 4220-pYT3)

Genes 4220-sarS+ 4220-sarT+ 4220-sarU+
MW2416 1.33 0.98
sarS 0.64 0.71

sarT 151
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rplB 0.00 0.00 0.00
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SasG XA RAA & 8HIDMEDIKLB K2

A ZH L, SasG EHHHED A FAA Y (51
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TIX 1RO RULRH SR o722
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HES-SasG-A

HES-SasG-A
- | (RN_176-440)

HE6S-SasG-B1

HES-SasG-A
- | (51-183)

< | (RN_51-440)

HES-SasG-A
T [ (MW2_51-420)

|
T
|
T
1

3

# =
F
Recombinant proteins MW (kDa)  pl
HES-3asG-A (RN_51-440aa) 56.3 6.0
HES-3asG-A (51-183aa) 28.0 52
HES-3asG-A (RN_176-440aa) 42.5 7.9
HES-S5asG-B1 27.4 55
HBES 13.4 59
HES-3asG-A (MW2_51-420aa) 54.0 5.5
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