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MFFERR R OBEEE (330) @ A typing system for Clostridium difficile by sequencing the surface layer
protein A gene (slpA) was evaluated, and clinical isolates in Japan were analyzed by this method. sIpA
sequence typing was found to have reliable typability and discriminatory power, and the typing results
were highly reproducible and comparable. slpA sequence typing could be applied to direct typing
successfully. The emerging strain, PCR ribotype 027 was recovered from one of the 160 specimens
tested. Based on the sequence data of slpA, loop-mediated isothermal amplification (LAMP) method
detecting sIpA of PCR ribotype 027 (slpAgc8) was established. The LAMP assay detecting slpAgc8
appears to be a valuable tool for the rapid identification of this type.

BATIR R
(BHAHAL - 1)
RIS N RS =il
2007 AR 1,500,000 0 1,500,000
2008 4% 1,100,000 0 1,100,000
2009 4R 900,000 0 900,000
G
FEE
W E 3,500,000 0 3,500,000

WFZe5y B+ [ty Sk

P D3R - ME - BERUES: - SRR

F—U— ] KRR

=5




1. WFZERAE S D 5

2000 FFEHAEEIC, KT/ B A R U0 A -
T A T A VIR GEIE B O BN > T ERE
J5UM: PCR ribotype 027 BEDFRIT 588 H i,

HEHINLTWS, HRTIEX, Z7ax vy
LT T UIVGMIEIZ KT BB LMK L
W 2R Iz diZ, PCR
ribotype 027 BEDFAT DO FEREZE & 8O, ARIEED
A L IR TH S,

2. WrEDHP

@D. PCR ribotype 027 #£ & 1 Uh & L7Z[EHN
AL TR & 72 B B & O LB RT3
G TEDH XA TIEOMEST

DG RAT v T HEETIIT I ZA L
7k BAE T ~DIGH

£ {# ¢ 72 PCR ribotype 027 £k D[R] 7E
1L DML

© ©

. WFFED IE

ERNDE L OO TANE SIPRAE NP 35 apt
THE - B ARIE B 20> © O FEAERRAR DINLE
JRANY DT LT 4T 4 D
MfRE X X7 & a— R 58T
(SIpA)DESNZRET HZ LI D F A
£’ 7 (slpA sequence typing)i D7
sIpA sequence typing O RRIAD &
MLZDNAICRBIT DX A7 (XA
L7 ke ZAELT) ~DIEH

®. Loop-mediated isothermal amplification
(LAMP)#:(Z X ¥ PCR ribotype 027 12
RS9 72 sIpA (slpAgce8) & i i3~ 5 ik
DHESL

OO O

®

UIE A E S

160 #EMRIEN D 87 FEkD 7 m A R Y
DTN T 4T 4 IV ESEE LT, slpA
sequence typing (2 K WM L= & Z A,
slpA sequence typing (. PCR ribotyping
& LT RSO Z A TRERS L OMRMT
NZRUVFRICHBIMEE 7 A B0 7R
DI DEGPEIEF BN T,

©»

©. 90 FMEREA & BN L 72 DNAIZES
VT, sIpA sequence typing 23 FIEETH V) |
D) LIEEBMETH - 72 77 Bikiz>
WTIE, XA VT b A TRERE
IEERERRICIBIT DX A B TRERN—
H L7, sIpA sequence typing i, Z 1 L
J kA TELTHRATHS T,

Toxin B [544: C. difficile 52255 5 & . #FMIE
D35 O slpA AR EHER S FL o b

tcdB+ C. difficile Direct PCR No. of stool
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Positive Positive 77

Positive Negative 9

Negative Positive 13
Negative Negative 10
Negative Not done 51
Total 160
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