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MR OBE (F130) : microRNA (miR) 233808 OB I 595 2 E A LT
VOO LM, Bik V- (SCC) FrAY72 Bl miR Z[FE L, Mcl-1 FEBLH|#E & D5
EPALNCTHZEEHMIC L, B R SCC #EE B NASALIER SC HSMiAE s S L7
RNA % HV>, miRNA array (2 X Y miRNA FH O EZ RFEVIHENT LTz, SCC FEAFE,
HetlA, ®iEAREMAERE, B2 ED RNA 2L, A&l (2500 ) B8E L%
7~ L7 miRNA % realtime PCR ICTE®R L7z, HetlA Tk~ OE21 & TE10 & THa@ L T
AEICHE EH LTz miR 13 205 TH o 72, STAT3-Mecl-1 #i#% DA DOHIEA ¥ SOCS3 %
Z—24 v hET D miR 28 miR-2056 ToH 5, Pre-miR-205 (precursor). Anti-miR-205

(Inhibitor) % SCC #iEE A L. H5AE (cell count, MTT assay). 7 h—3 A (TUNEL,
DAPI staining) . i#{#FE (= ~ VU 7 /L CD migration assay). ##E #E (wound healing assay)
% Wat L7z, Anti-miR-205. Pre-miR-205 |2 & B EEHEMRHT Tl BEST B h— L AICHE
BT RFE S e h o7, PrermiR-205 (2 KV ~ N U VRO HEIZ (p<0.01) ¥
b L7, wound healing assay OfE R Tix, o IIA N o, —F5, DNA AF
b & miR 8L epigenetic HilffiZ SCC T 578, SCC MifldicT 4 ¥ v F U

(5-aza), MU azxZF A (TSA) ZEHIHE, #ifk COFRBIZ/ % realtime PCR THlf~
7zo FOHT, miR-10a EEEMREMIIZE~X, SCC THRICHHDIK FRA LN LT,
5-aza WINC 2%, 5-aza+TSA THI SHERINHIM L 7=, Pre-miR-29b #H A2 L VW Mecl-1 %
BOME T L7z,

FFZER R OMEEE (3E30) : We sought to identify esophageal squamous cell carcinoma (SCC)
specific microRNA (miR) to elucidate regulatory mechanisms of Mcl-1. RNA from SCC cell
lines, immortalized non-malignant SC cell and various malignant cells was subjected to
miR microarray. The candidate miRs were analyzed by quantitative RT-PCR. MiR-205 can
be specifically upregulated in the SCC. As for its function, miR-205 was associated with
migration capacity with Matrigel assay, but not with proliferation, apoptosis and wound
healing, when assessed by cellular transfection of its precursor or inhibitor. On the other
hand, miR-10a was substantially downregulated in the SCC, and could be restored by
treatment with 5-azadeoxycytidine and/or trichostatin A.
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JAK/STAT3 % L 7= B A Lo 7 7R
k= ZREAE D 5 O [B]8E DN OB E R T
FREOHRBIZEHEE L TS EEZLNT
W5, Mcl-1 1257 R b —3Z Bel-2 77 2
J—E AT, JAK/STAT3 R X v F&ELHIH
T TCW5, FrE—& —fE DNA A F
MEe< A4 27 1 RNA (miR) Itk 2oy =
T 4 THEREIC L o TS - FIERGIE S
TWAZ ENHLMNI > TE -, JAK IEME
JUHEIZ K % STATS IGME b2 AlHIEd 5 1A
T L LT SOCS3 nEFoHLnsbn, SOCS3
DOFFS & JAK/STATS/Mecl-1 O H | 72> 7 F
IARENRE R LR MR O AFICEE
E R LTV BEEEZLND, M-l
B BLOHR G N ONR B 1% (& fiff D 43 1 Fa il % AfF
2T 5 2 L, B EECE OIS R
SO T 7R IR ORI IR 5 L & 2 T
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B M kB R oE MR E R W T
JAK/STAT/Mcl-1 DFREBLTLHED A T = X 1%
BRI %, #1C, miR IC X DM 252 Twv
HAREMED B 5 DT, B IER _EROMIEIC
R miR ~A 7 a7 LA TR|EEFHNH D
U7~ mir I%. Northern blot <° realtime PCR
\CCHERRT D, = CTH 5 L HEFES N7 miR
DO RTBRR 2 M8 A5 Z & TREREMAT %
T 5, Bl EREMEOT R h— & -
RS - R RE I AR T 0 A T
L < 17 < o



3. WHEDTTIE

FIE V- BRIk 2 AV T, Mel-1 F83
L JAK/STAT3 pathway /EH:{b % Western blot
<> STAT3 DNA #& & HLH 7 v — 7 % /= Gel
shift assay (2L VW FEB9 5, JAK/STAT3
pathway J& AL D negative regulator, SOCS3
DIEBEHETT « HR L TWVWDMN%E realtime
PCR & Western blot Z AW TIH<%, miR Iz
X o THERINIE 232 2N E A E L X
Target scan 2 ED AL a2 —H Y7 " U x
TEHAWTTHET S, EREER T LR
EBER T ER DD small RNA ZFii
L. w4787 LA ZHWRBEOTa 7 7 A
U7 %175, Mcl-1 FrBAmiR & LT
miR-29b,S0CS-3 FFEAY miR & L TiX miR-205
MZETF D DT, realtime PCR iETEEM
WZFEMT9 5, BRI L CRIE L7z Mel-1 fil 4
TERAAT 5 nir ORIBURSEET v F 1
AFN X7 VAT REMEAL, Ajaky
FEMERER (MTT assay), 7R h—3 2 (T3
XFooviZEs7ue—H A4 A KU, B
BE (= MU Z /LT migration assay) .
HE (wound healing assay) &7 X OtaE&Ht%
1To CHIfFSEEZ T S e 25, R 7 Lk
B JE BB DRI K OFEFE IE &0 0> © AR
k7> 5 RNA ZfhH UIAIE &40 5 miR %84
realtime PCR CHIRERET 5, —FH. B

S ERCEMRERIC T A F U (braza) .,

MUz s T A (TS0) ZAERSH, AT
DHBIFEAL% realtime PCR T~z

FERAR

BB EREECIX, STAT3 JEME{E—Mcl-1
DOJLHE, SOCS3 DTN A HILD, b FARSE
{LIEH SC Ha;l%%ﬁﬂﬂﬂ@a:tt&\ SRR
ok cm L CABICRBA LA LTV
miR 1. JEIZ 203, 429, 205, 200c, 141 Tk
UIN %Véfﬁuﬂ&?bﬂ\t miR 1%, IlZ 153, 100,
125b, 10a, 99a, 376a, 379, 651, 146b, 29b
Tdholz, TTH SCCHFEANTIEILLEL T
57z miR 1% 205 ToH o7z, SOCS3 & X —77F
v N EF A miR @O 1973 miR-205 T 5, SCC
KR 72 miR-205 1Z%F 3% Pre-miR-205

(precursor). Anti—miR-205 (Inhibitor)
% SCC %Eiﬂ’e}%)\c:ot éfr%é EfRAT Cld. BIRHSC
TR =R REBII MIE S 2o
7273, Pre-miR-205 ﬁ v~V AR
M NEBEICHAD U-, miR-205 & iz, EMT
W< BE4 5 niR & LTniR-200 77 2V
—NFAEINTWD, TOH T, miR-141 5
WX miR-200c @ precursor Z flfEE A4 5
L. N-cadherin OFENEM L=, —HFZ 1
5 ® Anti-miR I E-cadnerin FH 25T 5,
wound healing assay DFERTIL. AL
BRI AR LN oT, —F, DNA X T4k
L miR FELD epigenetic |l &2 SCC THERA
57212, SCC #MAK OE21 12 5-aza & TSA %
ER &H7-, B2, miR-10a |8 s A
W2 SCC THBIZEBEOK TR AL
72812, 2O miRIZEH L., 5-aza IRINIT2
fi%. b—aza+TSA THI 3EFHBLNHEM L 7=, U
B, SCC KPR miR & LT 205 23[AlE &
U7, miR-10a FFLiX epigenetic il & L T,
DNA A FIARIC L BB %521 TV % alREME
75%@%3%7&0 miR-205 1L & E V- _E R O
TRHAEIC RS- L, SOCS3 JHEsE LT, AE
- B EMAR O A =B EICE R - T
W bDEEZ BT,
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1. miRNA205 & miRNA 10a (358 7 F R
(R~ —H— LRk 9 B2

% 67 ol H AR ks - ik 20 4F 10 A 28
H-4HE

2. miRNA205 & miRNA 10a |3 E3E R bRz
R R TH D
FEo5EAAREIEFS K212 H 12 H-
WA

3. miRNA-205 modulates cellular invasion
and migration via regulating zinc finger
E-box binding homeobox 2 expression in

esophageal squamous cell carcinoma cells
Gastro2009 « Ypk 21 4£ 11 A 27 H + London
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