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TR OBEE (Fis0) - Frexid, v 3 ¥ a 73T Agol 1T ATP (K719 72 poly(A) D %
MEALIZIN A T\ cap @Bk DB PE 2 BLEHE T 2 DI/ L, Ago2 |3 eIF4E & eIF4G O
HEERZMHEL cap EEZ EW 35 &) L H 1T, Agol & Ago2 il L 5 miRNA % 4p
L7z ORRNICKREREBENVEDH L AW LMNIT LT,

A 72 ik F o B 2 (95 30): We find that Agol represses translation primarily by
ATP-dependent shortening of the poly(A) tail of its mRNA targets. Agol can also
secondarily block a step after cap recognition. In contrast, Ago2 competitively
blocks the interaction of eIF4E with eIF4G and inhibits the cap function. Thus,

the two Ago proteins in flies regulate translation by different mechanisms.
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