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growth (+)

growth (-)

Growthh'd 51 7zBaF3#Bi2 & D Genomic DNAZZFRHEL L.
PCR [c& D Signal sequence (+) cDNA%8 3,
Sequencinglc& D, Signal Sequence (+) ¥ Y/\VBZREE.
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@ A cDNA Ol L > — 27 = X

@ THE L7z BaF3 ML) 5 Genomic
DNA # 8l L (B8 R rTRE 722 35 & 11X
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Insulin-like growth factor binding protein 5
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VIRHTIC &0 SIS AT L7z, T AT O
HEITPWIEEAERFTh o0, pEA
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NATVEA B =T a VIERIRTH D,
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QBB K D & RIRFICAT - 72,
(3) #KB MR LT T /L ATDCS i %
W FE BT

ATDCS #fIZA > 2 U U HIRIC & > TR
MESFH AR DT RE D & CE Ml ~ & o3k 9
LHCE IR bE T VIR Ch D, 43k
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Screening of singnal sequence-positive genes in
mouse growth plate chondrocytes by SST-REX

Colony picked up 749

- No growth 149

- type 1 alpha 2 chain 193
- type 2 alpha 1 chain 82
- Unable to sequence 12
Sequenced samples 313

[Table 1]



F72. mRNA 74 77 Vid~ U 2Ok
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EMTEEINTZ, TZ T, HoOLOERETL
TNz primer set & 1]V T PCR 5 CHiME L 72
L2 A, 193 KD type 1 a2 chain & 82 £k D
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BEA L. SREMBTFHIRAEZIToTE 2 A,
~ U AJEH R B 125 T IGFBPS &
B 3 G A LS R A ISR BL L T
WA Z ENR B E o7 (data not shown)
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