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paclitaxel (2L % polysomal RNA DufE, 43 FEMZIR ARG L, £ V@7 e sEr: T
Y > /XER(CTL), Natural Killer cell(NK cel)#%E#E 4 > RNA peptide #HA KD BA%E & #F 7
HHET 2

WA OEEE  (#30) : The purpose of this research is to develop the new cancer vaccine
with polysomal RNA(the complex of RNA and peptide). Furthermore, we would like to show
the induction of the CTL and Natural Killer Cell by polysomal RNA which is pre-treated
with the low dose paclitaxel.
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7= 720y mRNA OEH &1 5HKBR+477
CTL #FERENHE STV D,



L2L. RNA UZF o DHHE LT CDS
BETERIE O A 72 53, CD4, NK cell DAL
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mRNA, ribosomal RNA ® % 72 & 3,
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ribosomalRNA, mRNA, peptide O#EE{AT
& % polysomal RNA % fiHi# | #HIMI AL %
FRE L, BEFOBTF RO F o LB D
st Z >, 2 <H L RNA+peptide ¥
U7 FUREORBEENE T D, F,
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(D IR MIR L v, v a R AR Z
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ribosome DFEALUTIE U T 45255455
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QAL Ty MEZTESEOEN
RETa 7 7 A NVEHLNIZT D,

(3)HER-2/neu X7 F NRFSELAY CD8 B PET U o
JNERDY monosomal , disomal, polysomal RNA
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(1) F1-K45HE L Teell LEEFEZ O FEF D
IL-12 DPFEA % ELISA iEZ2 W CHiEH 5,
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(100nM) @ Paclitaxel & #hUHIRE, U 23
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B polysomal RNA % FH VN THREFIRH AT & il 3K
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Bk Cr51 release assy #4979,
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FAFKIZ RNA, HSP, =X F M5 LT\ 5%
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(DI AFKM M PBMC X Y, GM-CSF, IL-4
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THoTz,

(DIFEEEO BRI O K FEOFERZ T, Bk
Ao R ERE &2 AT 0 CD83, HLA-DR
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(4.2nM)polysomal RNA Z#HiH L 7=, Z®
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polysomal RNA #,heavy polysomal RNA #f
ZfhH L western blot iE&2 W T, iz
FFUopiklc Tt Lzt 2 A, heavy
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AV E <L) N

12z, Hi=z v xF Pk Iso-T (2 X Y Al

9&%%% ool Z A, heavy polysomal
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