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The interaction of salivary proteins and GTFase.

HERKRE
FHrh EEZE (TANAKA SATOSHI)
BAWE KRS - FrEEMEFEE - A6
MEELZES: 00350166

W R OMETE (Fi) : BEAEJRINES CTdh 5 S.mutans 23 EAT 5 GTFase (2% 5 MER 2 >
NR7E (VT —24) OENBEEROMIT 21T->72, 512V Y9 — 240 SNPs & iR

PN DN T ORNT 21T 2 72,

BFeR R o2 (330) : The GTFase which is produced by S.mutans (cariogenic bacteria),
and salivary proteins (lysozyme) were analyzed by inhibition assay . The SNPs of lysozyme

also were analyzed for caries susceptibility.
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