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Genetic basis for variation in the ability to colonize new niches

Kitano, Jun

34,900,000

PSMB81
UGT2

Freshwater occurred as multiple waves in_the Japanse threespine stickleback
during glacial and interglacial cycles. We found that PSMB81, which is involved in immunity, and
UGT2, which is involved in thyroid hormone signaling, are amplified not only in the stickleback but
also in multiple freshwater fishes. We performed genome assembly on several stickleback populations
and identified multiple chromosomal structural variations between species and populations. Some of
these overlapped with genomic regions important for freshwater adaptation. We found multiple regions

where chromatin states differ among species and populations, including the upstream of freshwater
adaptation genes.
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