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Medicinal chemistry for developing molecules regulating interactions between
biological macromolecules
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Based on the three-dimensional structural diversity-oriented strategy using

characteristic structural features of cyclopropane, medicinal chemistry studies for denelpping a
theoretical method to identify molecules that regulate interaction between biological macromolecules
such as proteins or nucleic acids, have been carried out. As the result of these studies, various
pharmacologically active compounds regulating mocro-biomolecule interactions, such as, a-helics
mimetics, membrane-permeable cyclicpeptides, were identified. Thus, it was demonstrated that the
three-dimensional structural diversity-oriented strategy effectively works for the theoretical
development of desired pharmacologically active molecules that regulate interaction between
biological macromolecules.
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