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In this study, we used the NET-CAGE method to measure transcribed enhancers
(TE) at high nucleotide resolution to elucidate the mechanisms of microglial transcriptional
regulation and alteration associated with aging and the development of Alzheimer®"s disease (AD). As
a result, we succeeded in identifying approximately 44,000 microglial TEs, more than half of which
are new TEs, and revealed that they dynamically change with life stage progression and the onset of
AD. In addition, microglia acquired different TE landscapes in aging and AD pathogenesis, each

exhibiting unique cellular functions.
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