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Elucidation of drug resistance mechanisms in filamentous fungi by functional
analyses of transcription factors
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Two transcription factors involved in azole drug resistance, AtrR and SrbA,
bind to the same or very close DNA sequences in the promoter region of the ergosterol biosynthetic
enzyme gene cyp51A. A possible interaction between AtrR and SrbA was observed by Bimolecular
Fluorescence Complementation method. On the other hand, by using the library of A. oryzae
transcription-related factor-disrupted strains, two types of disruption strains that were
susceptible to the cell wall synthesis inhibitors Congo red and Calcofluor white were identified.

These transcription factors were found to regulate the expression of biosynthetic enzyme genes for
cell wall constituents.
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