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Study on the model of adaptation to low phosphorus conditions with a tolerant
rice cultivar

Sato, Yutaka
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We anal¥zed QTL for tolerance against low phosphorus conditions using a
backcross population between a low phosphorus tolerant cultivar and Koshihikari, and then identified
recombinant inbred lines with the tolerance. We performed genome-wide transcriptome and microbiome

analyses and indicated the possibility that there are differences in the system associated with
phosphorus homeostasis in root between the tolerant cultivar/line and Koshihikari. In addition, we
found that rice plants have a potential to maintain growth and yield under moderate phosphorus

conditions
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