(®)
2019 2022

SFBB S-RNase

Comprehensive analysis SFBB for S-RNase in self-incompatibility of Japanese pear

Yasuda, Takeshi

13,300,000
S2- S3- S4-RNase 1.1kb-1.5Mb BAC DNA
3 S SFBB mRNA-seq RT-PCR
9 SFBB 12
SFBB 23 SFBB
S-RNase SFBB 9 SFBB

S-RNase

In this study, we sequenced the BAC contigs of 1.1 kb-1.5 Mb around S2-, S3-

and S4-RNases of Japanese pear to find all the SFBB genes encoded by the three S-haplotypes. Using
mRNA-sequences and RT-PCR cloning on the pollen derived from seven S-homozygous trees of Japanese
pear and three cultivars of Japanese and European pear, other nine haplotypes were analyzed to
identify the complete suite of SFBB genes in each haplotype. The SFBB proteins encoded by a total of
12 S-haplotypes of Pyrus species, were classified into 23 types. The same type of SFBB protein
share higher degrees of amino acid sequence identity than those of S-RNase, suggesting that the same
type SFBB recognize the same non-self S-RNases. The presence or absence of SFBB alleles in each
type could predict the non-S-RNases that nine types of SFBBs target.
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