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Is self-incompatibility in Citrus spp. governed by S-RNase?
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To elucidate the mechanism of self-incompatibility (S1) in Citrus species,
the involvement of S-RNase-like T2 RNase genes in Sl was examined. Recombinant protein of T2 RNase
obtained from "Hyuganatsu® was expressed in Escherichia coli and treated with germinated pollen in
vitro, and it was observed that pollen tube elongation was inhibited. Genetic analysis of using
seedlings obtained by out-cross of parents sharing one S allele confirmed that inheritance of
several T2 RNase genes were consistent with the mode of the S allele inheritance. In addition,
allelic diversity of T2 RNase genes were identified using 41 citrus varieties. Finally, it was
concluded that these T2 RNase genes are S-RNase which regulates the Sl of citrus plants.
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HY16290 + 58 23 0.0001007 0.4804 71 22 3.75E-07 0.7647
HY11692 + 43 38 0.5785 5.25E-06 42 51 0.3507 3.02E-11
HY8523 + 81 0 < 2.2E-16 2.04E-07 93 0 < 2.2E-16 2.58E-08
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