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Comprehensive analysis of fruit taste and aroma regulator genes using fig
genetic resources and its expansion to the science of taste
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The aim of this study is to elucidate the overall molecular regulatory
basis for controlling fruit flavor and deliciousness. We collected omics information on "taste" and
"aroma" of fig fruits, which have diverse eating characteristics, and conducted genetic analysis
and cross-sectional omics analysis using the omics information. Finally, we were able to construct
an information infrastructure that can estimate the relationship between taste-related components

(elements) and genetic factors by integrating the analysis and evaluation results of each omics
layer starting from the genomic information. This information infrastructure will be useful for
controlling quality and taste traits of fig fruits and for fig breeding, as well as for advancing
our understanding of the quality and taste control mechanisms common to fruit species.
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