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Development and evolution of heteromorphosis in insects
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Hemimetabolous insects, such as crickets, transform specific body parts
during larval development to create the parts necessary for adult function, such as wings and
ovipositors. This study shows that evolutionarily conserved growth signals composed of three
signaling pathways, namely Hippo, Wnt, and Fat-Dachsous signaling, act in common to local
modifications of independent body parts.
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