(®)
2019 2021

Frontier studies on wood decaying fungi in the keyword “epigenetics"

Nakazawa, Takehito

13,700,000

H3 K4 K36

H3K4 ccll rholb

Our previous study implied that histone H3 N-dimethylation at lysine 4
level possibly affects the shift; therefore, we analysed the expression pattern in P. ostreatus ccll
disruptants in which the methylation level was decreased. The results showed upregulation of some
cellulolytic enzyme-encoding genes. We also examined the effects of H3K36 methylation. Upregulation
of seven cellulolytic enzyme-encoding genes, including the four upregulated in the ccll disruptants,
was observed in the K36A mutant strains of hst3a, the major histone H3-encoding gene. Unlike in the
ccll disruptants and hst3a K36A mutants, downregulation of at least four cellulolytic
enzyme-encoding genes abundantly expressed in 20b was observed in the gene disruptants of kdm4

encoding a putative H3K36 demethylase.
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