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Cambium activity and secondary xylem formation of trees investigated through
mitochondrial genome analysis

Watanabe, Ugai
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This research aimed to clarify the roles of mitochondria in the secondary
xylem formation of tree. The mitochondria in the cambiums were observed and the mitochondrial
genomes were sequenced for the two conifers grown in Japan. The visualization of mitochondria
revealed their distribution and variation in tree cambium. Although the full length of mitochondrial

genomes could not be analyzed, some coding regions of proteins were annotated.
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