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Epigenomic analysis of bovine in vitro produced embryos aiming to reduce the
risk of large offspring syndrome

Ikeda, Shuntaro
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Although in vitro fertilization (IVF) is effective for breeding and genetic
improvement of domestic cattle, the large offspring syndrome (LOS) is among the unresolved issues
associated with bovine IVF, and it could cause the loss of both mother and offspring. In this study,

in order to find a solution to prevent LOS, we conducted an integrated analysis of genome-wide
histone epigenetic modifications in in VIVO fertilization- or IVF-derived embryos, and fetal
placenta obtained at the parturition of normal- or overweight- offspring. By comparing the
differences in terms of these modifications at the embryonic stage (VIVO vs. IVF) and in placental
tissues (normal vs. LOS calves), we identified candidates for epigenetic modifications related to
LOS that may have already been determined at the embryonic stage and we also attempted to create a
method for screening these modifications at the embryonic stage.
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