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Function analysis of the viral factors which regulate the pathogenicity of
classical swine fever virus

SAKODA, Yoshihiro
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The manifestation of the diverse pathogenicity of classical swine fever
virus (CSFV) were elucidated from the molecular level of viral proteins to the in vivo level by
experimental infection of pigs with mutant viruses. As a result, it was clarified that the novel
viral factors involved in pathogenicity of CSFV in pigs. In addition, we found that multiple viral
factors identified in this study synergistically contributed to the pathogenicity of CSFV.
Furthermore, it was revealed that viruses in the infected pigs are not a single virus population but

a quasispecies (mixture), and that the balance of activities of viral factors derived from the
major and minor virus populations determines virulence.
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