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Enzootic bovine leukosis is an infectious disease caused by infection of

bovine leukemia virus (BLV) belonging to Retroviridae family. Purpose of this study is to understand

immunological mechanisms in which DRB3 genes have been thought to play a critical role for a
protective immunity and are associated with reduction of proviral load and resistance against
disease progression. Among DRB3 genes, the DRB3*009:02 allele is so far most strongly associated
with the protection and its tetramer was therefore generated. The epitope mapping method using this
tetramer have identified several BLV-specific T cell epitopes and made possible to analyze
BLV-specific helper T cells. Although experimental infection using cattle have not been achieved by
the time, the tetramer generated in this study have greatly enhanced the future opportunity to
clarify the mechanisms.
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