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Establishment of new gene modified moue production system
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Genome editing with mouse zygotes has facilitated the creation of

genetically engineered mice. However, compared to conventional gene targeting methods, the mutations

in genetically engineered mice produced by genome editing are more complex. In addition, mouse
zygote genome editing also result in mosaic mice. Furthermore, in many cases, dozens of founder mice
are created per a project. It is necessary to detect the intended mutant allele in a large number
of mice with unknown number of alleles and complex mutations. Therefore, we constructed a system to
detect the intended mutant allele easily and accurately by utilizing long read sequencing
technology.
We also generated several Cre knock-in mice that can be used for tissue-specific gene disruption
experiments.
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