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We determined the crﬁo—EM structures of the neurotensin receptor (NTSR1)-Gil
and NTSR1-arrestin complexes and revealed the recognition and activation mechanisms of Gil protein
and arrestin by NTSR1. These results have been published in two papers both in Nature. Furthermore,
we have determined the cryo-EM structure of the NTSR1-GoA, and Gg complexes and have succeeded in
revealing the details of the activation process of G proteins (paper in preparation). Currently, we
are also searching the novel allosteric modulators by in silico screening, using the structural
information we have obtained.
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