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Elucidation of a complete picture of the activation mechanism of Toll-like
receptors in lipid bilayers by multilevel analysis
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Structural biology of the full-length of innate immune receptor TLR was
investigated. Cryo-EM structural analysis of full-length TLR3 reconstituted into nanodisc was
successfully performed. The density of extracellular domain of TLR3 was clearly observed, but
transmembrane regions and intracellular TIR domains were poorly resolved. The structures of
TLR3-UNC93B1 and TLR7-UNC93B1 were successfully determined, revealing the structural basis of the
regulation mechanism of nucleic acid-sensing TLR localization by UNC93B1.
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