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Xist, an IncRNA, plays a pivotal role in global transcriptional repression

at the chromosomal level in dosage compensation. To understand the mechanism of this transcriptional

repression, we aimed to establish the structural basis of the key intermolecular interaction. In
particular, we focused on the analysis of the three-dimensional structure of the complex of Xist and
SHARP, and performed analyses using a multidisciplinary approach such as multidimensional NMR,
X-ray crystal structure determination, biochemical analysis, and ribo-proteomics. Stable
isotope-labeled proteins were prepared and good NMR spectra of the RRM23 moiety were obtained, and
the NMR resonance assignments were established. In the NMR measurements of Xist, there were
difficulties such as signal loss due to the dynamics between the two repeats. We overcame the
problem by partial isotope labeling
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