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Single molecule imaging of eukaryotic transcription.
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_ Gene _expression is powered by weak interaction of bio-molecules. To
compensate the weak interaction, related molecules are integrated on the scaffold and form

super-complex and "Nano reaction field", which allows the efficient process of specific reaction
while excluding unintended factors. Here, we developed basic techniques to reconstitute these "Nano
reaction field". We established DNA origami-based technologies for activity and structure analysis
(e.g., Cryo-EM), which would be also the platform for future gene expression control nano-device.
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