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In this study, we hypothesized that somatic mutations in immune cells affect
the activity of ANCA-associated vasculitis. We established an experimental system for detecting
somatic mutations in gene regions using patient DNA and blood samples, and performed statistical
analysis. Throughout the study period, we conducted whole-genome sequencing of 104 cases mainly
consists of ANCA-associated vasculitis patients and blood RNA-seq of 63 samples. We detected somatic
mutations by using the RNA-Mutect method and identified disease associated mutations. We also
estimated functional impacts using in-silico analysis such as the MENTR method. Furthermore, we
clarified that the pattern of somatic mutations changes between the active phase and the remission
phase.
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