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Analysis of a novel regulatory system of mitosis through nucleolar dynamics
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Regarding “ Elucidation of the functions of nucleolar proteins during
mitosis” , we found that nucleolar protein NOL11 formed an NWC complex with WDR43 and Cirhin, and
the NWC complex promoted the localization of Aurora B to the centromeres of mitotic chromosomes,
thereby controlling the centromeric functions. We knocked down (KD) 128 kinds of rRNA processing
factors in 13 classes, and found that the KD of multiple factors affected progression of mitosis.
Regarding “ Elucidation of the role of nucleolar RNA in the M phase®®, we found that RNA depletion
affected the localization of some of the chromosomal scaffold proteins on the mitotic chromosomes.
Among them, the localization of condensin | was most affected; therefore, we analyzed the molecular
mechanism. We found that liquid-liquid phase separation of chromosome-associated RNA and condensin I

contributed to the chromosomal localization of condensin 1.
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The nucleolar protein NOL11 regulates mitosis directly, and indirectly through regulating the nucleolar integrity during

interphase.
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