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The molecular mechanism of epigenetic priming, a phenomenon in which plants
put gene expression on standby when they regenerate, has been identified. We found that this
epigenetic priming is regulated by the histone demethylase LYSINE-SPECIFIC DEMETHYLASE 1-LIKE 3
(LDL3) (Nature Commun., 2019). We also developed a method for live imaging analysis of the
phosphorylation at Ser2 for activation of RNA polymerase Il (RNAPI1) (Commun. Biol., 2021). As a
result, we were able to verify that RNAPII is activated in the shoot apical meristem of the callus.
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