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Diversity and evolution of mitochondrion-localized DNA polymerases
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Mitochondria and plastids originated from symbiotic a -proteobacterium and
cyanobacterium, respectively, and contain highly degenerate bacterial-type genomes. The two
organelle genomes are maintained by " Family A” DNA polymerases (DNAP), which are evolutionarily
related to bacterial Poll. Before this study, our knowledge of organelle-localized DNAP was
restricted to highly restricted eukaryotic groups because no comprehensive study exploring
organelle-localized DNAP in phylogenetically diverse eukaryotes has been conducted. In this study,
we conducted a comprehensive survey of family A DNAPs over the tree of eukaryotes and succeeded in
elucidating an overall picture of the diversity and evolution of organelle-localized DNAPs.
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