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SETD1A, one of the genes with the strongest causal relationship to
schizophrenia, encodes a histone methyltransferase that methylates histones, and regulates their
transcription. Its target genes are enriched at risk loci for schizophrenia, and the use of
epigenetic modulator drugs targeting the transcriptional regulatory network of Setdla ameliorated
cognitive dysfunction in a mouse model of the disease. These findings indicate that direct and
indirect therapeutic strategies that alter the epigenetic status of regulators of neuronal
transcriptional regulatory networks have the potential to overcome cognitive function and neuronal
circuitry deficits in schizophrenia.
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