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Structural basis of CAMSAP-induced microtubule network formation
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Cell polarity formation depends on how the microtubule network of the
cytoskeleton distributes. The y -tubulin ring complex forms centrosome, inducing microtubule network
formation. However, the importance of non-centrosomal microtubules, which polymerize independently

of centrosomes, is becoming clear. We found that the microtubule minus-end-associated protein
CAMSAP2 promotes microtubule nucleation and polymerization. CASAP2 induces a stellate-like
microtubule network, the Cam2-aster. This process is mediated by liquid-liquid phase separation
(LLPS), forming numerous rings and sheets of microtubule polymerization intermediates at the
polymerization centers. Free CAMSAP2 in solution then supports the radial elongation of microtubules
from the polymerization center, forming the Cam2-aster.
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