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In this study, we found for the first time that the SLRP family, OMD and
PRELP, retain tumor suppressor functions, and we have published a detailed functional analysis of
these proteins in a paper. We also found that treatment with HDACi increased PRELP expression and
that acetylation of H2B K5 is a marker for the derepression of PRELP expression. Furthermore,
treatment of a bladder cancer cell line with SAHA, an HDACi, in combination with the anticancer drug
cisplatin effectively inhibited the growth of bladder cancer cells, and these results were
summarized in a paper. The results of this study provide a mechanistic rationale for a novel bladder

cancer treatment strategy based on HDACi.
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