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Establishment_of novel oral cancer stem cell model mimicking human oral cancer
by reprogramming and insertion of gene mutation

KUDO, Yasusei
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To date, no experimental model has been developed that mimics the genetic
abnormalities actually found in human oral cancer patients. The gene mutation of TP53, CDKN2A, and
FAT1 are the top three gene mutations frequently found in human oral cancer. In this study, we
generated TP53 gene-deficient mice and CDHN2A and FAT1 knock-in mice that mimic the gene mutations.
We isolated keratinocytes from the tongue of these mice. Currently, we are in the process of
establishing an oral cancer stem cell model that mimics human oral cancer by inducing incomplete
reprogramming of keratinocytes. We would like to clarify the details of the development and
progression mechanism of oral cancer from the analysis using these cells.
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