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Construction of a preventive approach for chronic lung diseases based on a
maintenance of tongue microbiota

Takeshita, Toru

13,300,000

DNA

Prevotella melaninogenica

This study investigated a relationship between chronic obstructive pulmonary

disease and tongue microbiota by using a comprehensive molecular approach analyzing bacterial DNA.
A molecular epidemiological study for community-dwelling elderly adults demonstrated that a
high-biomass tongue microbiota was significantly associated with airflow limitation which is a
primary symptom of chronic obstructive pulmonary disease, after adjustment for smoking intensity and
other covariates. Of the predominant commensals, a higher amount of Prevotella melaninogenica was
associated with a higher prevalence of airflow limitation. Our results indicate that dysbiotic
tongue microbiota is associated with a higher prevalence of airflow limitation.
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