(®)
2019 2021

DeveloEments of statistical inference, prediction, and modeling methods for
network meta-analysis

Noma, Hisashi

12,400,000

Due to the increase of cost of medical care causing by the aging society,
relevance of the comparative effectiveness research is markedly growing. Network meta-analysis is
one of effective research methods for the comparative effectiveness research. In this study, we
developed new methods for statistical analyses of network meta-analysis, especially for the
inference, prediction, and statistical modelling. We developed several effective inference and
prediction methods that are more accurate compared with the current standard methods in practices.
Also, we provided new effective outlier detection and influence diagnostic methods. In addition, we
developed the most efficient statistical test for detecting publication bias in multivariate

meta-analysis.
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