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In the "Anomaly Detection in Blast Furnaces™ problem, we have developed
approaches using unsupervised learning based on the work of Itakura et al. (I1BIS2022), and
supervised learning based on the work of Kizaki (IBI1S2021). In the supervised learning approach
using CNN, we have confirmed that utilizing data from 5 to 15 minutes prior leads to 1mproved
accuracy-

We have also developed a method for "Viscosity Prediction of High-Temperature States through
Multi-Task Learning” as described in the study by Saigo et al. (Scientific Reports, 2022). In
addition to robust extrapolation prediction, we have proposed a transfer learning method that
leverages room temperature experimental data for high-temperature experiments.
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