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Development of integrated analysis technology for bioimaging and omics data
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In recent years, life science data has become increasingly multimodal, with

large amounts of data in a variety of formats (modes) being collected. The amount of omics data is

easily beyond human comprehension due to its genomic origin, while microscopic images are difficult

to analyze quantitatively due to the need for processing to recognize and track particles and cells.
In this study, we aimed to develop an integrated information analysis technology for cellular video
images and omics data. For video image analysis, we developed a feature extraction technology using

deep learning techniques, and for omics data analysis, we developed a method to combine various
types of data, mainly single-cell RNA-seq data, to discover important features and extract patterns.
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