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Establishment of environmental DNA-based high-resolution and time-series survey
method for freshwater fish fauna
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We developed a high-resolution and time-series survey method based on
environmental DNA (eDNA) for freshwater and non-native fish in the Kyushu region. For this, we
investigated the dynamics of fish diversity using high-resolution time-series data. A DNA database
was developed and to improve the accuracy of identification we sequenced the 12S rRNA and cytochrome

b regions of 42 freshwater fish species and 20 non-native fish species collected from Kyushu. It is
observed that considering riffles and pools during sampling in the rivers can enhance the accuracy
of fish species detection. The seasonal trends in fish species detection at multiple sites using the
present method suggested the possibility of attaining data on the life histories of fish from eDNA.
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