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Chiromantes haematocheir and C. dehaani are herbivorous land crabs that live

in Japanese maritime forests. They often eat decayed wood and fallen or green leaves. Herbivorous
land crabs are thought to degrade plant biomass. Plant biomass consists of three major components:
cellulose, hemicellulose, and lignin. Among these components, lignin is refractory organic
substance. These crabs seem to express lignin degradation enzymes endogenously. In this study, we
sequenced and assembled C. haematocheir and C. dehaani midgut gland transcriptomes. Genes encoding
putative enzymes involved in the degradation of biopolymers, such as lignin and cellulose were
identified, and their expressions and activities were characterized. Here, we report an analysis of
the laccase and peroxidase genes showing the highest expression level in the midgut gland of the
land crabs. The properties of laccase and peroxidase showing highest expression and 1ts involvement
in plant biomass degradation were studied.
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