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Construction of highly efficient completely cell-free protein synthesis system
using insect extract

Ito, Masaaki
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In this study, we Ffirst investigated the enhancer sequence, succeeded in
improving the efficiency of experimental operations in the silkworm cell-free protein synthesis
system, and were able to construct a completely cell-free protein synthesis system. Next, in order
to improve the amount of synthesis, the conditions for preparing the extract derived from the silk
moth posterior silk gland were examined. As a result, we established a method for preparing an
extract having a synthetic ability of 100 p g / ml or more when the synthesis of [ -galactosidase
was used as a control. In addition, the optimum chelating agent concentration of the link method,
which saves the trouble of RNA purification using the extract, was examined. As a result, it was
clarified that the amount of synthesis was the highest in EDTA 0.5 mM. As a result, we succeeded in
improving the amount of synthesis in the silk moth cell-free protein synthesis system.
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