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Analysis of life strategies in between bacteria and fungi
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The aim of this study was that understanding molecular mechanism of life
strategies in between a bacterium with anti-fungal activity and fungi.
We found that cell-free culture medium of the Bacillus isolate shown growth inhibition activity for
not only fungi but also bacteria and cancer cell. And the cell-free culture medium included some
anti-fungal substances with ninhydrin reaction, these were estimated anti-fungal peptides. We
purified two anti-fungal substances and then applied amino acid composition analysis after
HCI-hydrolyzate. The results were estimated these were novel substances.
We also performed genome analysis of Bacillus isolate, the result showed that the isolate had about
4_.1Mb of genome DNA.
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1 Aspergillus brasiliensis JOM 16265 - 1 Bacillus atrophacus NBRC 13721
2 Aspergillus flavus NBRC 4295 + 2 Bacillus atrophaeus NBRC 14117
3 Aspergillus flavus NBRC 6343 - 3 Bacillus atrophacus NBRC 16183 - ]
4 Aspergillus niger JCM 16264 - 4 Bacillus subtilis NBRC 3134 +4 120 mme
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5 Aspergillus terreus ICM 22435 - S5 Enterococcus faecalis ICM 5803 o 1101:::'“
6 Aspergillus versicolor NBRC 33027 ++ 6 Enterococcus faecium JCM 5804 ++ — CAEBELERLL
7 Aureobasidium pullulans ICM22445 ++ 7 Enterococcus raffinosus ICM 8733 P ——
8 Candida albicans NBRC 1393 - 8§ Staphylococcus aureus JCM 2151 ++ *2 L ERELIEG Y
9 Candida albicans NBRC 1594 —#1 9 Staphylococcus aureus ICM 2413 i
10 Chactomium globosum JCM 22615 ++ 10 Staphylococeus epidermidis JCM 20345 et
11 Cladosporium cladosporioides JCM 22444 +++ 11 Streptococcus pneumoniae NYSHD DP-2 +
12 Myrothecium verrucaria JCM 22448 ++ 12 Streptococeus pyogenes R DS§ ++
13 Penicillinm citrinum JCM 22607 - 13 Escherichia coli NBRC 3301 -
14 Penicillivm pinophilum JCM 5593 + 14 Pseudomonas aeruginosa PAO1L ++
1S Rhizopus oryzae JCM 14556 - 15 Pseudomonas fluorescens NBRC 15842 +
16 Trichoderma virens JCM 22446 ++ 16 Pseudomonas putida NBRC 14164 -
17 Trichophyton metagrophytes NBRC 32400 +++ 17 Serratia marcescens ATTC 274 +%2
18 Trichophyton metagrophytes NBRC 32412 +++
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Length GC% Depth circular
4,052,431 46.42 179 YES

T/ T—vaviER

Length CDS tRNA TRNA
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