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Gene regulatory mechanisms involved in the quality of the white koji
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Aspergillus luchuensis mut. kawachii
CexA

LaeA cexA

Aspergillus niger
CexA LaeA

The white koji fungus, Aspergillus luchuensis mut. kawachii, is able to
secrete a large amount of citric acid. In this study, we revealed that the expression level of
citrate exporter CexA is significantly important for the citric acid productivity among koji fungi.
We also revealed that the gene expression of cexA is epigenetically regulated by the putative
methyltransferase LaeA.
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KROKREREDFBHIE ENDT 7 v &3 $ DA MK REER 2632 2 L 1Tz T,
J TR S EICAET HIEE bbb O,

(2) AEEOEBRE T D Aspergillus niger & Aspergillus carbonarius \ZR\\T, HEE A
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Entz (©,@), LML, ZhHORREICENT Laeh 287 = B RE 2 HIH3 2 H5I3H 5
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(3) A nigerlTBWT, 7= U FEHEHEREAK CexA NV T U BBEAFEICROD CTHETHLHZ &
DEINT (O,D), LML, cexdBnTOFRBEHIEREME LA S I T\ iRholz,
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(1) ABE OV = R/ AFEREOMAZ BN E LT,

3. WFgED Hik

(1) H#E S02 k2 OB E LTHER L. (®), 7ok, B SROR & [ Uk
PWaERIHEa Ly ba—ufke Lz, BRE TRV (B) ThE Lz, i, S35
122 U T 0.8 M NaCl, 1. 5% (wt/vol) ZEXK 0. 211% (wt/vol) TILF =1 HBHWE0.02% (wt/vol)
AFHF = WM UT, Fio, AR AEENEZBIRAICEHME T 2 72912 YPD ZEREFHI+2% A F /v
Ly RCEELZ, AF VL RiZ 100 mg &2 100 ml =& ) — VTR L T-1%. 0. 1% (wt/vol)
D NaOH Z AR B E AT A ETHRMLIZbDEER Lz, &6, 7= U BRAFEREDH
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DEW R ZEAET S L TR E Y FEBELE, BEEBRIKIIA T A=V 2586 L2 0K
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7=. HEEE U 7= B &2 Bikfk L 7= pGS—PgpdA |2 In-Fusion HD cloning kit (Takara Bio) Z W
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