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Analysis of signaling network controlling the expression of
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The aim of this study was to elucidate the regulation mechanism of
carbohydrate-degrading enzyme genes in Aspergillus aculeatus, especially to analyze the mode of
action of four novel factors, CIbR, Uge5, DpplV, and SrpkF. The research was conducted in the
following areas. We have restricted the domain in CIbR involved in the transcription activation. We
revealed that Uge5, which has UDP-glucose 4-epimerase activity, is involved in the regulation of
gene expression of mannanase as well as cellulolytic enzymes, that the dipeptidyl activity of DpplV
is involved in the regulation of cellulase gene expression, and that the cellulase gene expression
is regulated by the dipeptidyl activity of DpplV. We also found that modification of the putative
phosphorylation domain of SrpkF enhanced the enzyme expression level in A. aculeates.
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